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MAIN RESEARCH INTERESTS

1. Longitudinal Data Analysis
2. Survival Analysis
3. Joint Models
4. Individualized Dynamic Predictions
5. Statistical Analysis with Missing Data
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IN CLINICAL BIOSTATISTICS
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685-693.
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models. Statistical Methods in Medical Research, to appear.

4. Rizopoulos, D., Taylor, J.M.G., van Rosmalen, J., Steyerberg, E.W. and
Takkenberg, J.J.M. (2016). Personalized screening intervals for biomarkers
using joint models for longitudinal and survival data. Biostatistics 17, 149-
164.
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PAST AND CURRENT
PARTICIPATION

IN ISCB ACTIVITIES

Member of ISCB since 2008
Member of the Sub-Committee Student Conference Awards since 2011
Participation in ISCB Conferences

GOALS AND VISION
FOR THE ISCB

As a member of the Executing Committee, I would like to actively contribute in
shaping the future directions the society will follow. I am particularly
interested in promoting the use of cutting-edge computational procedures in
biostatistics applications, and bridging the gap between advances in machine
learning and artificial intelligence, and sound statistical analysis of data.


